The Autobac 1 system was compared to the disk diffusion and agar dilution methods. Overall, there was good correlation; however, certain antibiotic/bacterial combinations gave unreliable results. In particular, unreliable results were obtained against staphylococci with penicillins, aerobic gram-negative rods with cephalothin, and enterococci with cephalothin and clindamycin.
The performance of Autobac 1 (Pfizer) was compared with the disk diffusion and agar dilution methods in a routine hospital microbiology laboratory.
Four hundred gram-negative and 300 grampositive organisms were isolated from clinical specimens submitted to our laboratory. These were Escherichia coli (181), Klebsiella species (74), Proteus species (56), Pseudomonas aeruginosa (51), Enterobacter species (22), Citrobacter species (7), Acinetobacter calcoaceticus (3), Salmonella species (3), Alcaligenes faecalis (2), Serratia marcescens (1) , Staphylococcus aureus (156), Staphylococcus epidermidis (53), Enterococcus (44), and beta-hemolytic streptococcus (37).
The materials and the methods used in this study were essentially those of a previously published collaborative study (4) with one important modification; i.e., in addition to the agar dilution breakpoints selected by Thornsberry et al. (4), we introduced alternative breakpoints for ampicillin, cephalothin, and kanamycin (see Table 2 ) based on data concerning obtainable drug concentrations in blood (1, 2, 3) .
Autobac 1 and agar dilution-gram-negative bacteria. Agreement (Table 1) ranged between 57 and 98% with nine antibiotics tested against gram-negative organisms; there was over 90% agreement with five antibiotics. With each antibiotic, major and very major discrepancies were less than 5%. When the breakpoints of Thornsberry et al. (4) were applied to the agar dilution test, the agreement was only 57% with cephalothin, 74.75% with ampicillin, and 87.5% with kanamycin. However, when our breakpoints (Table 2) 
